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Abstract 
 

The soil microbiome in urban agriculture has not received much attention to date despite its important role 

for soil functionality. In this work, we evaluated the composition and diversity of fungal and bacterial communities 

through DNA extraction and 16S/ITS marker gene sequencing in 40 soil samples collected from 10 urban allotment 

garden areas in the city of Santiago de Compostela (northwestern Spain). The soils were mostly acid, with medium to 

coarse textures dominated by sandy loams and rich in organic matter, with organic carbon contents ranging from 24 

to 72 g kg-1. As typical for agricultural and other soil types, the most abundant bacterial phyla found in the urban 

garden soils belonged to Proteobacteria, Acidobacteriota and Actinobacteriota, whereas Ascomycota and 

Mortierellomycota accounted for the highest proportion of fungi. Despite anthropogenic activities are expected to 

affect negatively microbial diversity, the richness of both bacterial and fungal communities was comparable to that of 

soils from natural ecosystems. Nevertheless, network analysis showed that the typical modular structure, indicating 

close microbial interactions, were absent in the urban garden soils. Here, associations occurred between only two 

microbial units and they appeared to be patchy and random. Taken together, our findings provide evidence that the 

soil microbiomes in the studied allotment gardens comprised a random assortment of microbes, with potential 

implications for soil and ultimately ecosystem functionality. 
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